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initiate.py finalize.py

$python initiate.py 2>&1 | tee ./terminal_log.txt

execute_mycoge.sh

$python finalize.py

snpscraper.pymyCoGe.py 1. Check 
necessary file 
structure. Build if 
incorrect.

2. Load 
configuration file.

3. Assign global 
variables.

1. Decode JSON 
into dictionary.

2. Compare w/ 
directory & 
generate 
dictionary of 
missing data

1. "wget" each file 
in missing data 
dictionary. 

2. Obtain filetype 
(zip or txt).

3. Unzip & rename 
.zip files.

1. Resolve 
intended to 
download/actually 
downloaded.

1. Use 
experiments class 
to convert to VCF 
& update to Ref. 
Genome GRCh38.

2. Move 
unidentified files to 
directory for 
review.

1. Preserve data 
structures (pickle)
1a - all_data
1b- missing data
1c - to-download
1d - actual download
1e - missing 
downloads

2. Compress pickles

1. Close open 
files.

1. Send Summary 
email with newly added 
data.

2. Attachments: 
Pickles, _directory.txt, 
terminal_log.txt, 
SNPScraper json.

1. Delete temp 
files.

2. Rebuild temp 
structure.


